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atg 


ttg 


caa 


act 


acg 


cca 


cca 


caa 


cag 


cag 


cag 


tat 


cca 


cca 


aat 


240 


187 




Gin 


Met 


Leu 


Gin 


Thr 


Thr 


Pro 


Pro 


Gin 


Gin 


Gin 


Gin 


Tyr 


Pro 


Pro 


Asn 




188 




65 










70 










75 










80 
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189 


cac 


ccc 


ctt 


agt 


ggt 


teg 


aaa 


cac 


ttg 


tgt 


tec 


att 


tgt 


gga 


qac 

ZJ 


cqc 

3 v 


288 


190 


His 


Pro 


Leu 


Ser 


Gly Ser 


Lys 


His 


Leu 


Cys 


Ser 


He 


Cys 


Gly 


Asp 


Arq 




191 










85 










90 










95 






192 


gcc 


agt 


gga 


aaa 


cat 


tat 


ggg 


gtc 


tac 


agt 


tgt 

ZJ 


gag 


ggt 


tgt 


aaa 


qqq 

3 3 3 


336 


193 


Ala 


Ser 


Gly 


Lys 


His 


Tyr 


Gly Val 


Tyr 


Ser 


Cys 


Glu Gly Cys 


Lvs 


Gly 




194 








100 










105 










110 








195 


ttc 


ttc 


aaa 


cgt 


ace 


gta 


cgc 


aag 


gac 


ttg 


aca 


tat 


get 


tgt 


cqt 

ZJ 


qaq 

3 3 


384 


196 


Phe 


Phe 


Lys 


Arg 


Thr 


Val 


Arg 


Lys 


Asp 


Leu 


Thr 


Tyr 


Ala 


Cys 


Arq 


Glu 




197 






115 










120 










125 










198 


gac 


aga 


aat 


tgc 


att 


ata 


gat 


aaa 


cga 


caa 


aqa 

ZJ 


aat 


cgt 


tgc 


caq 


tat 


432 


199 


Asp 


Arg 


Asn 


Cys 


He 


He 


Asp 


Lys 


Arg 


Gin 


Arq 

ZJ 


Asn Arg 


Cys 


Gin 


Tvr 




200 




130 










135 










140 












201 


tgt 


cgt 


tat 


caa 


aag 


tgt 


tta 


get 


tgt 

ZJ *■* 


qqc 

ZJ ZJ 


atq 


aaa 


cgc 


gaa 


qcq 

3 Zj 


qtc 

3 ^ ^ 


480 


202 


Cys 


Arg 


Tyr 


Gin 


Lys 


Cys 


Leu 


Ala 


Cys 


Gly 


Met 


Lys Arg Glu 


Ala 


Val 




203 


145 










150 










155 










160 




204 


caa 


qaq 

Z) ZJ 


qaa 


cqa 

ZJ 


caa 


cgt 


ggt 


act 


cqt 

Zj ^ 


qct 


qct 


aac 


get 


aga 


get 


get 


528 


205 


Gin 


Glu 


Glu 


Arg 


Gin Arg 


Gly Thr 


Arcr 


Ala 


Ala 


Asn 


Ala 


Arg 


Ala 


Ala 




206 










165 










170 










175 






207 


ggt 
z> zj 


get 

ZJ 


ggc 

ZJ Z3 


qqt 

Z3 ZJ 


ggt 


gga 


gga 


ggt 


qqt 


qqt 


qqq 




age 


aat 


qtq 

3 ^3 


gtt 


576 


208 


Gly 


Ala 


Glv 


Glv 


Gly Gly 


Gly Gly 


Glv 


Glv 


Glv 


Val 


Ser 


Asn 


Val 


Val 




209 








180 










185 










190 








210 


ggt 

ZJ ZJ 


get 

ZJ v 


ggc 

ZJ ZJ 


qqa 

ZJ ZJ 


gaa 


gac 


ttt 


aaa 


ccc 


aqc 


aqt 


tea 


tta 


cgt 


gat 


etc 


624 


211 


Gly 


Ala 


Gly 


Gly 


Glu Asp 


Phe 


Lys 


Pro 


Ser 


Ser 


Ser 


Leu Arg 


Asp 


Leu 




212 






195 










200 










205 










213 


act 


ata 


gaa 


CQC 


ate 


att 


gaa 


gcc 


qaq 


caa 


aag 


get 


gaa 


tct 


ttg 


age 


672 


214 


Thr 


He 


Glu 


Arq 

* 3 


He 


He 


Glu 


Ala 


Glu 


Gin 


Lys 


Ala 


Glu 


Ser 


Leu 


Ser 




215 




210 










215 










220 












216 


ggt 


gat 


aac 


qtq 

Z) ZJ 


ttg 


ccc 


ttt 


ttg 


cqc 


qtt 


qqc 


aac 


aat 


tec 


atg 


gta 


720 


217 


Gly 


Asp 


Asn 


Val 


Leu 


Pro 


Phe 


Leu 


Arq 


Val 


Glv 


Asn 


Asn 


Ser 


Met 


Val 




218 


225 










230 










235 










240 




219 


caa 


cac 


gac 


tac 


aaa 


ggc 


gcg 


gta 


tct 


cat 


etc 


tgc 


cag 


atg 


gtt 


aac 


768 


220 


Gin 


His 


Asp 


Tvr 


Lys Gly 


Ala 


Val 


Ser 


His 


Leu 


Cys 


Gin 


Met 


Val 


Asn 




221 










245 










250 










255 






222 


aaa 


caa 


etc 


tac 


caa 


atg 


gtt 


gaa 


tat 


gca 


cgt 


cga 


aca 


cca 


cat 


ttt 


816 


223 


Lvs 


Gin 


Leu 


Tvr 


Gin 


Met 


Val 


Glu 


Tvr 


Ala 


Arq 

nj - ZJ 


Arg 


Thr 


Pro 


His 


Phe 




224 








260 










265 










270 








225 


aca 


cat 


ttcr 


caq 


cgt 


gag 


gat 


cag 


ata 


eta 


ttg 


tta 


aag 


get 


33^ 


u 3 3 


864 


226 


Thr 


His 


Leu 


Gin 


Arg 


Glu 


Asp 


Gin 


He 


Leu 


Leu 


Leu 


Lys 


Ala 


Gly 






227 






275 










280 










285 










228 


aat 


gaa 


ctq 


eta 


att 


gca 


aat 


gtt 


qcc 


tqq 


tqc 

^3 w 


agt 


att 


gag 


tct 


ctq 


912 


229 


Asn 


Glu 


Leu 


Leu 


He 


Ala 


Asn 


Val 


Ala 


Trp 


Cvs 


Ser 


He 


Glu 


Ser 


Leu 




230 




290 










295 










300 












231 


gat 


gcc 


gaa 


tat 


gcc 


tct 


cct 


ggt 


acg 


gta 


cat 


gac 


ggt 


tct 


ttt 


ggt 


960 


232 


Asp 


Ala 


Glu 


Tyr 


Ala 


Ser 


Pro Gly 


Thr 


Val 


His 


Asp Gly Ser 


Phe 


Gly 




233 


305 










310 










315 










320 




234 


egg 


cgt 


tea 


cca 


gtg 


cgt 


cag 


ccc 


caa 


caa 


etc 


ttc 


ctt 


aat 


cag 


aat 


1008 


235 


Arg 


Arg 


Ser 


Pro 


Val 


Arg 


Gin 


Pro 


Gin 


Gin 


Leu 


Phe 


Leu 


Asn 


Gin 


Asn 




236 










325 










330 










335 






237 


ttc 


teg 


tat 


cat 


cgc 


aat 


agt 


get 


att 


aag 


gcc 


aat 


gtt 


gtt 


tea 


att 


1056 


238 


Phe 


Ser 


Tyr 


His 


Arg Asn 


Ser 


Ala 


He 


Lys 


Ala 


Asn 


Val 


Val 


Ser 


He 
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239 








340 










345 










350 








240 


ttc 


gat 


cgt 


ate 


etc 


teg 


gag 


ttg 


age 


ate 


aaa 


atg 


aaa 


cgt 


ctt 


aac 


1104 


241 


Phe 


Asp 


Arg 


He 


Leu 


Ser 


Glu 


Leu 


Ser 


He 


Lys 


Met 


Lys 


Arg 


Leu 


Asn 




242 






355 










360 










365 










243 


ate 


gat 


cgc 


teg 


gag 


ttg 


teg 


tgt 


ctg 


aag 


gca 


ate 


ata 


etc 


ttc 


aat 


1152 


244 


lie 


Asp 


Arg 


Ser 


Glu 


Leu 


Ser 


Cys 


Leu 


Lys 


Ala 


He 


He 


Leu 


Phe 


Asn 




245 




370 










375 










380 












246 


cca 


gac 


ata 


cgc 


ggt 


ctg 


aaa 


tgt 


cga 


gec 


gac 


gtc 


g a g 


gta 


tgt 


cgt 


1200 


247 


Pro 


Asp 


He 


Arg 


Gly 


Leu 


Lys 


Cys 


Arg Ala Asp 


Val 


Glu 


Val 


Cys 


Arq 




248 


385 










390 










395 










400 




249 


gaa 


aaa 


ate 


tat 


gee 


tgt 


ctg 


gac 


gaa 


cac 


tgc 


cgc 


aca 


gaa 


cat 


cca 


1248 


250 


Glu 


Lys 


He 


Tyr 


Ala 


Cys 


Leu 


Asp 


Glu 


His 


Cys 


Arg 


Thr 


Glu 


His 


Pro 




251 










405 










410 










415 






252 


ggt 


gat 


gat 


ggc 


cgc 


ttt 


get 


cag 


eta 


eta 


eta 


agg 


ttg 


ccc 


aca 


ttq 


1296 


253 


Gly 


Asp 


Asp 


Gly 


Arg 


Phe 


Ala 


Gin 


Leu 


Leu 


Leu 


Arq 


Leu 


Pro 


Ala 


Leu 




254 








420 










425 










*± J u 








255 


cgt 


tec 


ate 


agt 


etc 


aaa 


tgt 


etc 


gat 


cat 


ttg 


ttt 


ttc 


ttc 


cgt 


tta 


1344 


256 


Arg 


Ser 


He 


Ser 


Leu 


Lys 


Cys 


Leu 


Asp 


His 


Leu 


Phe 


Phe 


Phe 


Arg 


Leu 




257 






435 










440 










445 










258 


ata 


ggc 


gaa 


aga 


gca 


ttg 


gag 


gaa 


tta 


att 


get 


gag 


caa 


ttg 


gaa 


get 


1392 


259 


He 


Gly 


Glu 


Arg 


Ala 


Leu 


Glu 


Glu 


Leu 


He 


Ala 


Glu 


Gin 


Leu 


Glu 


Ala 




260 




450 










455 










460 












261 


cct 


ate 


tgc 




























1401 


262 


Pro 


He 


Cys 






























263 


465 
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Sequence Listing to ensure that a corresponding explanation is presented in the <220> to N 
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Line ? Error/Warning Original Text 



15 E Input 2274, Calc# Bases 2273 differ <211> 2274 

124 E Number of Bases conflict w/ Running Total cc aat aat cga teg tat acg cgt gac tct ta 
173 E Sequence IDs 1 and 3 differ <400> 1 



